SNP genotypes around the SHOX gene of the Xp/Yp
pseudoautosomal region

Table1: 99 unrelated UK Caucasian semen donors
(NOTE: donors 1-50 have been used for the MHC projects)

All SNPswere discovered by resequencing semen donors 1, 2, 4, 5, 6, 7, & 86. Each SNP isclassified by type:

CTi: transition at a CpG doubl et
Ti:  non-CpG transition

Tv: transversion

ID: indel

b T

The location of each SNP is given relative to Genbank entry U82668. Genotypes of each SNP were established by ASO
hybridisation of genomic PCR products and are given as single allele letters for homozygotes and H for heterozygotes. Uncertain
genotypes are marked "?' and undetermined genotypes indicated with a dot.

SNP ocation type 1-10 11-20 21-30 31-40 41-50 51-60 61-70 71-80 81-90 91-99

+6/597C T 4557 CTi  O0CO0CHCHH TOO0O0000C C0CO0CHOOOC TOOCHHHCCH COOCTCCHOC CCHCCHCTOC HOOCHHOOOC GO00000CHC . CCHOO000CH  G0C0C00CH
+6/ 13230 G 5880 Tv  CEEEEGHGHG GEEEEEEEEG CEEEEEEEEC CEEEEHEEEG GEEEHEEEEG GEHEEEEEEE GEEGHAEEEG GEEEEEEEE6G GEEEEEEEEG GEEEEEEH
+4/ 165A G 36312 CIi  AHAGAAHHH GHGHAAHHHH HAHAAAAAAH HAHGHCGAHH AHAHHHAAHG AHGAAHHAHA HAAHHHHHGA HAHHHAHAAA HAGGAHHHAH HAGAAHHAH
+4/ 2230 G 36370 Tv  HEHGCOHGGH GHGHHCHGH HCGHHHCHOG HOGGHGGHGH HHGHHHHCHG HGG-CHHHHH HGHHHHHHGC HHHGHEOOC HOGECHGHHH  GHEOCGHH



+4/ 3750 T
+4/500L3/ 4
+4/ 10630 G
+7010' T
+876A/ G
+1096A/ G
+2190C0' T
+23780' T
+2784A G
+2900A/ G
+35710° T
+38370° T
+3955A/ G
+3983A/ G
+3990A/ T
+50530 G
+5683C0 T
+6085C/ T
+6139A/ G
+6195C/' T
+6211C0 T
+62360 G
+6260A/ C

36522
36649
37210
42851
43026
43246
44340
44528
44934
45050
45721
45987
46105
46133
46140
47203
47833
48235
48289
48345
48361
48386
48410

OCOCTHCHCH OCCHCHOOCH CHCHOOOOHC G0C0C0CHAC CHAHAOCHOC G0CCHHOCOC GOCHCHHAOC GHOC0C0O0C CTOCHCAHCH CHOHCAGHHC
H3H34H3H3H 3H3HHHH33H 343H3HH?43 H333333H3H ??3HHB33H33 H3334HH34H 333H3HH3H 3HHBH3H33 3433433HH3 3H3HH3HHH
HHHGEHHGHG HHGGHGHHGH HECHHCGHGH GGHEEEGHHG HEOHGEHGEEH HEGHEEGHOG GCHEEEEEEG GHHEOCHEEG GEEHEEHGHG HHHHHHGHG
HCOHHHCOHC CHCHHHOOOC CHOCOCHHOC 0O0CCHCHOC GO0CHHA0AC HOOCTCHCHC G0COCHHCHH  G0C0CHHHOC HOCOOO0000C CCHCHCHCH
HGGHHAGGHG GHGHHAGEEG GHEEEEAAGG G?CGHHGHGG GAEGHHHEEG HEGHAGHGHG GEHGEGHHGHA GHEEGHHAHG HHEEEEEEEG HGHGAGHGH
HGGHHGEHG GHEHHHEEEG GHEEEEHHEG GEEEEHGHEG CEEEHHEEEG HEEGAGHGHG GAEEGHHGHH GAEEGHHHEG HAEEEEEEEG GGHGHGHGH
HCCOHHTOCHC CHCHHOOOCH CHOCO0OCHOC OC0CHHCHAC CO0CHHHOAC HCAHT GHOHC QCHHCHHCHT CHHOCTHHHC . HHOOO0000C . HOHCHCHCH
TTTTHTTTTH CHTTTTHTTH CTHH-HTTHT TTTTTTHHCH TTHHTTTHTH HTTHTTTHAHH TCTHTHTTTT HTHTCTTTHH THCHTHCHH HHHHHHHHT
GCEEEHHEEG CEEEEHEEEG CAEEEEHHEG GAGEEEEEEG GEEEEEEEEG GEEEEEEEEG HEEEEHEEGEH GEEEEEEHEH GEEEEEEEHG CHHEEEHG
HGGHHGEHG GHGHAHGEGH GHEEEEEHEG GEEGHHGEHEG CAEGHHAGSG HEEGAGHGHG GEGHGEHGH GEHEEHHHG HHEEEEEEEG GEEEHGHGH
CHTHCO-HH CCHHOOCTHC CGHHHHHHCHT TCTTHHHCGH TTHHHHCA-H CHTOCTHCCOH HCHCTCHTHC HHCTOCHCOOC HOOCTHOCCT  CHOCCHCCH
666060, 060160500, 60003006060, ,0010{[C50505001CE050505001 0505050600, 00800005010806600,50008060808010600,0800, 0!
AHGHHAHH-H AAHHAAHGGA AHHHHHHAGG GAGGHHAAH GGHHHAAGH AHGHAGHHAH HAGHGAHGHA HGAGAHHAAA HAAAGHAAAG HHAAHHAAH
GHAHHGHGH GEHHEEGAHG GHHGHHGAA AGAAHHHGGH AAHHHHGEH GHAGGAHGGH HGHGAGHAHG HHGAGGHEEG HEEGAHGEGA GHGEGHHGEH
AHTHHAHHEH AAHHAAATHA AHHHAHHATT TATTHHHAAH TTHHHHAAHH AHTAATHAAH HAHATAHTHA HHATAAHAAA HAAATHAAAT AHAAHHAAH
HCHEOCHHGH OOCHHHHGHC OCHHCHOOGC CCCHCOHHAC CHCGHHHHHC HOOCHCHCOH  G0CCHGHCOH  G0C0CHHCHC GoCHCAHOOC GGHHHHOCC

THHCHHTTCC THC?THCHTT HTTHCCGHCTH TT?T?CTTT? TTTTCHHCTH HCTHTHHTTH CHHTCTHTHC CHHHCHHTHH TCTHHHHHCT HTHHHHHH
HHHOOOOOOC HCHHCOHOOOC CTHACTCHCT HCHTHCTGHH  ???HCCHCOH HC?OCHCHCT  CHOOCCHCHC HHCHHHOOOC GO00CHHHOC TOOOOCHHC
GGHHGGHGAH HHAAHAGHAG GAAGAACGEG GHEEGAHHH GHAEEGHHHAH HHHGEGHHHA HAAGGHHHHH GAGHHHHAG HGHEGGAHHG AHHHHAGHG
CCHHHCHCHH GC0000CHAC COCHHCHHHC G000CHAOCH  GOCCHHOOOC . CHAOCHCHOC HCHCHCHCOOC GCHOOOOCTH  GHOCO0ACHOC OCCHHOOCH
66600, 506010060800, 005606060,60,100,0,80800566,6060,0,0605060, 605060, ,6505008065,C0000050508000100, 080800
CHHHOOOOCC GO0CHCAHHC . GCHCHCHCGH CHHOHOOCHC . HHHHCHGHHC G000ECHAOC CHOGCHGHOC CHCHCHCHCH  OC0CHOECHC GGHAHOAOG
QOCHHOOOCHC CHCAHCAHHC GCHCHOOCHC G000C000CC CHAOCHHHHC G00000000C CHOOOC0COC CHOHOO0A0C Go0C0CHCHC CHCAHOOCH



+6485A/ C
+6630G T
+74450 G
+7982A/ C
+8965C G
+91770° T
+9595C/ T
+9697G T
+3/ 341N T
+3/663C G
+3/8490' T
+3/ 1035A/ G
+3/ 12390 G
+3/ 1248A/ G
+35/ 16520 G
+35/ 2287~ G
+35/ 2637A/ G
+35/ 3390C G
+35/ 4673A/ G
+35/ 62190 T
+35/ 64450 T
+35/ 6978A/ G
+5/507A/ G

48625
48770
49585
50132
51115
51327
51745
51847
61494
61817
62003
62189
62393
62401
62931
63568
63917
64671
65954
67500
67725
68259
69507

AHCOCCHAHC CAC?HHACCH HCGHCOHCCH CAHHOHOOOC CHCHOOOOOC OCHACHHOGC GHOOCHCGHH  CAHCAHHCOH GOCACACOCH CGHHCCHHC
TTTTHATTTT HTHHATTTTTH TTTTTHTTTT HTTTTTHTTT TTTTTTTITTT HITTTTTTHA TTTTTTTTTT THAHTTTTT THHATGITTTT TTTTTTHTT
6, 60606060HE0608080, 05006060, 60, 10, ,66606005660,0,00,0506600,0,8005060,0,0050506060,0,600600,00, 0006606080,
AHHAAAAAAA AAAAAAAAHA AMAAAAHAHH AHHHAAAAHA HAAHAAAAHA AAAACAHAAA AHACAAAHAA AAAHAHAHAA HAAAHAAHAA AAAAAAAAH
CEEEEHEEG CEHHGHEAEHG GHHEGHE0GH HHHGHEOHHH GaEEHGHHHH GE0CEECGHH  HGHAEGHHGH HAEGHGHGEH HGHEAGHEHG CHHHHCGHG
6, 606060COHE08080/(0703600,00,60010,880505001660,0800, 05060500, 6505060,065050100,00,0,80500680,00,805606080600!
CCTTHCHCHH CCHHCGHTOC HOHCTHOCTH CAHCHCOHHC THHCHT CGHCH CTOCHHCTCH HHHTGHHC HHCTOOCHTC HHOOOCHHHH  GHOCOO0CCH
GHEEEHEGH HGHHGHHGTG GTHHGHHT GH HTHGHGTHHH GGHHHGHHTH GGTCEEHGH  HGHHGHHHGH  HHHGHHHHGH HGHGHGHHHG THHHTTGHG
HH?HTTTTH HTHHTTHTHT HATTHTTTTT HHTTTTAAAT HTTHHHHTHT TTHHTTTTTH HHHATTHHHH AHHHTHTHTT AATHHTHTTT HHHHTATHT
OCHEOGHHH HCOHHHHGEOC HHGHHGHAECC Co0CGHHCHH  HOHOHHHHOG CHOCCH?HCH  HHCGHCHOCC HHCHHHH?HC CCCHHCHGHH  HHCHCGHCH

TTTTTHHTHT TTTHTTTTIT THTTTTTITT TTTTTTTTITT TTTTTTITTH THTTTTTTTH TTTTTTTITTT THTHTTTTTT TTTTTTTHIT THTTTTTTT
GHA?HHGHGH GEEGHGHEEG HRAGAGEEEG GEEGAHGHAH HGHHHHHHGG GEE3GH?GEG HHGHHGHESG HGGHGGHGHG GHGHEGHHH HEAEEE?GG
GHG?HGHHG HCHGHHGEAAC HEEEGHEEH ?HHCHHEEEH GOHHAEGHHG CHHGHH?GH  ? ?HGHHGHHH GAGH?HGHGAC HHCGHCGHH ??HHC?HHH
GAGGHAHAHG HAHGHHGHHA AGHGGAHAHA GHAAHAHGH GAHAHCGAHH AHHHHHGGH GHHGHHGHHH HGHGAGAGGA  HHAHHAHHAH GGHHAGAHA
HHCGHCHHHC  HGHCHHOESG HOHCOHHGHG HHGHGEOHHSC HGHHCHCHGH GHHHHHCHHH HHHHHHCGH CGHCHCHOOG HHGHHGGHHH . HHHGGHHCH
HHHHCOHCAH GOCCHCACCC GC0CHACCCH CHHCGHHHHH  HCHHCHACCA  HOCCOCHHOC OCCHHHHOOC COCHAGHCHC CHCHCHCHCH  HHCOCHGOC
HHHHAAGHHH GHAGGAGEEG HAGACGHGHG GHGAAHHGGH GHGHAGGAGG GHGHHAHHAH AGAGHHHGHA AHHGGAHAGA AHHHHHHGH HGHGHGAAG
GEEEEE0EEG HAEEHAEOGHG GEEHEEE0EG HOBEGHAEEG CAEEE0EGHG GEEEEEEHEG GEHHEEE?GG GEEG?CEHEG GEEHEEEHHG GEHHE0EEG
GHGHAHGHAA HAAHGHGHHA AAHHAG?GAG HGGAAGGHHA GHAHHEGAHH AAHAHHAGH AAHHAAG?AA HHHGAAAHGA HAAG?HHGHG AHGHAGAAA
HHHHTHTHTH TTTCCHTTHH TTCTQOCT?? HTHTTT?H-H THTHHTCTHC HAHTG-HHHH CCTHTTTTHC HTHTHTHTHT H?HHCHCTTT HHT THCTHH
THTHTTHTTH TTTTCHHTTT TTTTTTHTTH TTHTTTHTTT HTHTTHCTTH TTTTHTTTTH HCTTHTHTTH TTTTTTTTHT HITTTTHHTH TTTTTCTTT
HAHAAAAHAH AAAGAAAAHH AAHAAHHAAA AAAAAAAHHA AAAAHAAAHA AAAAAHHHHA HAAAAAAAHH HAHAAAHAAA AAHGAHAHHA AHAAHAAHA
GCEEEEHEEGH GEEACEEEH GEHGAHGGHG HEEEEEEHHH GHGHEEEEHH HHEHHGHGEEG HEGHEEEEHH GEEGHHHEEG GHHGHGHESG HHGGHGEHH



40 unrel ated Saam

type

AEEEEHEEG HEEEEEHEH GEHHAGTHG HHEEGHHGHG HTGEGHGEEHG GHEEEEEHEG GEGHEEHHEG GEGHAEEEHEG GEHHHGHTGH GGHTHAEEH
HCAHCHAHCA HOCAAHACAH CCAHAHAAHH HHHCGHAAAH AAHHHAACAA HHCHAHHAHH AACAHHAHHA HCHAHHHHHC HHHAACAACA AAHHHAGHH
GEEEEAHGE HGHHEEGAGG HEEHHHGHEG GAEGAGHGHG GAEGHGEHHEG GEEEEHHEEG HAHGEEEGHH HEAEEHEEEG GEEEEHEEHG GHEEEEEEG
TTTTTCHHTH HTHHTTTCTT HTTHHHTHTT TTTTCTHTHT TTTTHTHHTT TTTTTHTTTT HCHTTTTTHA HTTTTHTTTT THTTTHTTHT TTTTTTTTT
666060, ,0,1,00,800,003,00,660, 005006600, 600166066,008005060600,6601,,0600000, 11,0066, 60, 0500506080, 0N, 6080600
GEEHAGEGAG HAHGEHHGHG GAHHGGAGH AAHHGGHEEG GAEGHGHHG GHAAHGHHHA HGHHHHGHHG GAGHHHAGA HHHHGHGGHG GGAHHHAHH
GEEEEHHGEH HEEHEEEHEG HEAHEEGHEG GEEEEGEHEEG GEEGEHEEEEG GEEEEEHEEG HHEEEEEEEH HEEAEEEEEHE GEEEEEEEHE GHEEEEEEG
HHGHGGHHGH GEEGAHHEEG GEEGHEEHEH GEHEEHGHHG AAHGEGEHGEEH GHEEEEEEEG GAEGEHEAGEH CEGHEEEEHG GEEHHGHAGA GEEEEHGEHG
OCCTHTHHTT HAHHTTHCHCH HHTTHTTTTH CTHCTHHCHH CHCTTHHHCH H?TTTCHCHC HHTHHTHTHC TTHOCTCHTH CHCGHTHHHH THHHTHHTT
0,60, 060C0HE05050C000HE050C005001E0000505001CE05050800106050,065010508005050108065050801008060808010080800800!
GEEGHAGEEG GEGHHHEEEG GEHEEHHEEG GEEEHEEEHG GEEEEEHEEG GEHGHEEEEG GEHGHHGHEG HHEEEEEGEHE GEEEEHEEEG GGHGHEEH

(see Sajantila et al 1995)

S1-10 S11- 20 S21- 30 S31- 40

+5/ 772G T 69772
+5/ 934A/ C 69935
+35/ 375A1 G 71375
+35/ 5200 T 71520
+35/ 8010 T 71801
+35/ 939A/ G 71939
+35/ 151A/ G 72151
+35/ 329A/ G 72329
+7/ 14000 T 78440
+7/ 15930 T 78633
+7/ 1985A/ G 79025
Tabl e 2:

SNP | ocation
+6/597C' T 4557
+6/ 13230 G 5880
+4/ 165A G 36312
+4/ 2230 G 36370
+4/ 3750 T 36522
+4/500L3/ 4 36649



+4/ 10630 G
+7010' T
+876A/ G
+1096A/ G
+2190C0' T
+23780' T
+2784A G
+2900A/ G
+35710° T
+3837C0° T
+3955A/ G
+3983A/ G
+3990A/ T
+50530 G
+5683C0 T
+6085C/ T
+6139A/ G
+6195C/' T
+6211C0 T
+62360 G
+6260A/ C
+6485A/ C
+6630G T

37210
42851
43026
43246
44340
44528
44934
45050
45721
45987
46105
46133
46140
47203
47833
48235
48289
48345
48361
48386
48410
48625
48770

OCHHOOOOOC HCCHHCHOCT ??HHOC?HCC G000CC?HCC
HGHHEEEEEG HGHHHGHGA ??AACG?HHH GAEGHG?HHG
GGHHEEEEEG HAGA?GA??A ??HHSG?AGG GG?CEG?H??
?CHHOOOOCC HCCHHC??7?? H?HTCC?HOC CHHOCC?H??
HHTHHHHCTT HTHTTHTOCT HTTTHH? THH HTHTHCTH?C
?HEEEEEHG GHHGHEEEGH GAAGEEEEH CAEEHHHESG
?GHHEEEHEG HGHHEGEHGEEH H?GHEEGHHG GEEEEEGHHG
HCOCHHCCHT  CHHCHHHCGH CTHOCCHHHH CHHTHCTCOCH
(62606060, 010,506060001006065080016008080800:
HAH-HHHHAHG AHHHHHHAAH AGHHHHHHH HGHGHAGAAH
HGHHHHGHA GHHHHHGGH GAHHHHHHHH HAHAHGAGEH
HAHHHHHAHT  AHHHHHHAAH ATHHHHHHHH HTHTHATAAH
(6660C0, 0601 ,00,80080050060,,060,HC,C0,800, 0
HHHHCAHHCT THHCHHCTTH HCHHTTTCHC HHOOCTCGCHT
HCHCGHHOOC OCHOOCHHCH CTHTTTHTHH HTCTHCTOCH
HGHG?HHAGEG GHHGGHHHGH GAHHAAAHHH HAHAHGAGGH
CHHCHOOCHC GHOO0000CC G000C000CC GCHOO0OooAC
(66505050601, 0605000001006065050016008080800:

?CEEEEEEEG GEAEEE???? ??CEEE?AEG ?7CEEE???7



+74450 G
+7982A/ C
+8965C G
+91770° T
+9595C/ T
+9697G T
+3/ 341N T
+3/663C G
+3/8490' T
+3/ 1035A/ G
+3/ 12390 G
+3/ 1248A/ G
+35/ 16520 G
+35/ 2287~ G
+35/ 2637A/ G
+35/ 3390C G
+35/ 4673A/ G
+35/ 62190 T
+35/ 64450 T
+35/ 6978A/ G
+5/507A G
+5/ 7720 T
+5/934A/ C

49585
50132
51115
51327
51745
51847
61494
61817
62003
62189
62393
62401
62931
63568
63917
64671
65954
67500
67725
68259
69507
69772
69935

(666, 6060601,06086060001006065080016008080800:
AAAHAAAAAH HAAAHAAAAA AAAAAAAAAA AAAAAAAAAA
HHEEEEEGHG GOGHGHCHEG HHEOHHHHGH HHGHEEGHGG
(666, 6060601, 060860600010 06065080016008080800:
HCHCHOOCCH GOCHHA0OCH HHOOOCHCAH ? GHO00C0CC
HHGHEEEGHG HHG?GHTHGSG HHGTHHHHGH GHGHESGHG?



+35/ 375A1 G T1375 CTi o e e e
+35/ 5200 T 71520 Ti o e e e
+35/ 8010 T 71801 CTi ot e e
+35/ 939A/ G 71939 CTi o e e
+35/ 151A/ G 72151 CTi o e e e
+35/ 329A/ G 72329 CTi o e e e
+7/ 14000 T 78440 CTi o e e e
+7/ 15930 T 78633  CTi ot e e
+7/1985A/ G 79025 Ti ittt e e
Table 3: 35 Vlax Romani (Kalderas and Lom gypsies - see Kal aydjieva et al 2001)
SN\P location type B1l-10 B11- 20 B21- 30 B31- 35
+6/597C' T 4557 CTi  CHCHHCHHHC HHCOHOOOOC CHCCHTOCHH HOCTC

+6/ 13230 G 5880 Tv  GEEEEEEHHG CEEGHEEEEG CEEXEHEEG G336

+4/ 165A G 36312 CTi  AAAAHHAHGH AAAAGHHAAH AAHAAGAAHH AAAHH

+4/ 2230 G 36370 Tv  HCHCHGEOHGH CHCHGHAECCH CGHCC?HGH HHCHH

+4/ 3750 T 36522 CTi  HCOHHCOHCH HCHCOHCTOC TOOO0O00oC OCTCC
+4/500L3/ 4 36649 ID HAHAH34H3H 4HAH3H3HAH 4H344HH3HH HHAHH

+4/ 10630 G 37210 Tv  HGHGEE0EEEG GHEEEEEEXG CEEEEEHOG HHASG



+7010' T

+876A/ G

+1096A/ G
+2190C0' T
+23780' T
+2784A G
+2900A/ G
+35710° T
+3837C0° T
+3955A/ G
+3983A/ G
+3990A/ T
+50530 G
+5683C0 T
+6085C/ T
+6139A/ G
+6195C/' T
+6211C0 T
+62360 G
+6260A/ C
+6485A/ C
+6630G T
+74450 G

42851
43026
43246
44340
44528
44934
45050
45721
45987
46105
46133
46140
47203
47833
48235
48289
48345
48361
48386
48410
48625
48770
49585

HOOCOCCHCH HCOHCHHHOC THTCCHOOCH CCTCC
HEEGHGGHHA ?GGHHAAHGH AAAH?HGEEGH GGAGG
HEEEEEEHGEH HGGHGHHHGG AHAGGHEEGH GEAGG
HOOCHCGHHT HCCOHHT THCH THTCCHOOCH CCTCC
HTTHHHTTTT TTHTTTTHTT TTTTTTHCTT THTTH
GHGHEGAGSG HHHEEEEEAG CEEEHEEEHG HEAHG
HEEGHGGEHHA HGGHHAAHGH AGAGGHEEGH GHAGG
CHTOCHCGHC CHCHOOCHCH CHCTHHHHHC HCGHH
(6650505060 E050800000300000000000C0000:
HH? AAHAAHA A? AHAAAHAH AGAG??HHHA HAAHH
HHAGGHGEHG GHGHEAGHGH GHGAHHHHHG HEGH
HH? AAHAAHA A? AHAAAHAH AHAT??HHHA HAAHH
HHHHCAHCHC HHCHOCOOCH CHHCHHHCH HHCHC
HCTHHCGHCH HHHHCHHTCH TCATHHHHHT HHCHC
HHHHHATTHT TTHCTHHHTH HTCCHHCTTC HTTTH
HGHHAAHHAA HHHHHHHHAH HAHHHAGAHH HHAHA
(6650505060 HE0508000003008060, S00NCE0SE:
HOOCOCO0C0C OCHA0O0O0C OCCHOO0OCH CaocC
HOOCOCOCHC OCHA0O0O0C OCHHCHHCHG HOOOC

HOC?CHOOOC ?CHHOOEOOC OCHHC?OO0G ?C0CC



+7982A/ C
+8965C G
+91770° T
+9595C/ T
+9697G T
+3/ 341N T
+3/663C G
+3/8490' T
+3/ 1035A/ G
+3/ 12390 G
+3/ 1248A/ G
+35/ 16520 G
+35/ 2287~ G
+35/ 2637A/ G
+35/ 3390C G
+35/ 4673A/ G
+35/ 62190 T
+35/ 64450 T
+35/ 6978A/ G
+5/507A G
+5/ 7720 T
+5/934A/ C
+35/ 375A/ G

50132
51115
51327
51745
51847
61494
61817
62003
62189
62393
62401
62931
63568
63917
64671
65954
67500
67725
68259
69507
69772
69935
71375

HAAAAAAAAA AAHAAAAAAA  AAACHAAAAH ?AAAA
GHHOOCHHSG HCGHHHHGEG GOCEHEECHG HHAOG
HOOCOCO0C0C OCHA0O0O0C OCCHOOOOCH CHOCC
HHHOCOCHHH HCGHCHHHCH TGHHHTTCCH ?00CH
HHHTHTHHEG HHHHHHHGEG GTGHHGGHHH TTHTG
TAHHAHHHHT HHTAHAHTTH HATHHHHAAT HTTAT
HHCHHG-HHH CCHHGECHCGH CHHOCOCHHG CGGHG

TTTTHTTTT TTTTTTTITTIT TTTTT?2TTTT TTTTC

GHEEGAGHEG GHHHGHEEG GEHEEEHEA GEEHG
HGHEEGHHC HHCGHEE0CH HHHGGHHHGG HEOGG
HHHGGHHAHA HAAHAGHAAH HHAGGHHAGH HHAHH

HGHGHGHHH GEHHAHGGEAA HHEEG?HHGG GGAHH
GCHH?HHHHH GTHHTHHHTH G33EG?GTGG GITGG
ACAHHAHAHA HAAAAAHAAA AHHOC?HACC HAAHH



+35/ 5200 T 71520 T o e e

+35/801C T 71801 CTi o e e e
+35/ 939A/ G 71939 CTi o e e e
+35/ 151A/ G 72151 CTi o e e e
+35/ 329A/ G 72329 CTi o e e e
+7/ 14000 T 78440 CTi v e e e
+7/1593C' T 78633 Cli v e e e e
+7/ 1985A/ G 79025 Ti o e e e
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